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Antibiotic Gene Primer (5°-3°) Reference
— CATTTGCGGGGTTTTTAATG (Aris e7 al., 2019)
Amikacin AphA6 TTAGATAATGCTTGGAATCA
— CTACGGTCTGGCTGCTA (Olesen et al., 2004)
Ampicillin Ampe TGGAGCAAGAGGCGGTA
- AGTTTGGGTAACTACGGATA (Diab e7 al., 2018)
Amoxicillin Pbpl4 AATCTTACCGGTGCTCGTGT
) ) AATCGTCAATTCCTGCATGT (Strommenger ef al., 2003)
Clindamycin Erm (c) TAATCGTGGAATACGGGTTTG
. CGGGCAATACCTTTATGGTGGAAC (Dormanesh et al., 2015)
Ceftazidime Pen 4 ACAACGGCGGCGGGGATATAAC
. GCTACATCCTGCTTGCCTTC (Dormanesh et al., 2015)
Doxycycline tetd CATAGATCGCCGTGAAGAGG
. AAGCGGTAAACCCCTCTGA (Diab et al., 2018)
Erythromycin Erm (4) TTCGCAAATCCCTTCTCAAC
. TAATCCAAGAGCAATAAGGGC (Dormanesh et al., 2015)
Gentamicin aacA-aphD GCCACACTATCATAACCA CTA
. GAGCCATATTCAACGGGAGA (Diab ef al., 2018)
Kanamycin Kan R ATTCCGACTCGTCCAACATC
— TGTCCGAGATGGCCTGAAGC (Suman et al., 2016)
Nalidixic acid Gyr 4 CGTTGATGACTTCCGTCAG
_ GTAGCGACAATAGGTAATAGT (Olesen et al., 2004)
Oxytetracycline Tetk GTAGTGACAATAAACCTCCTA
. GCGGAACCCCTATTTG (Olesen et al., 2004)
Piperacillin tem ACCAATGCTTAATCAGTGAG




TCACTTGTTTGGTTCCGCAGT

(Kehrenberg et al., 2005)

Spectinomycin Aad A14 TCTTTCGGATAAGCTGCCAGA
Tetracycline Tet A GTAATTCTGAGCACTGTCGC (Diab et al., 2018)
CTGCCTGGACAACATTGCTT
Tylosin Evm BCT GAAATTGGAACAGGTAAAGG (Jost et al., 2004)
TTTACTTTTGGTTTAGGATG

Supplementary Table 1. Primers used for detection of antibiotic resistance gene in bacterial isolate.




Bacteria | Name % Identity | Phylogenetic tree

A2 Brachybacterium sp. A2 98.93 Supplementary Figure 2
A3 Stutzerimonas sp. A3 98.07 Supplementary Figure 3
A4 Enterobacter sp. A4 98.54 Supplementary Figure 4
A9 Enterobacter sp. A9 98.61 Supplementary Figure 5
B1 Pantoea sp. Bl 96.67 Supplementary Figure 6
B2 Pantoea sp. B2 98.65 Supplementary Figure 7
B3 Enterobacter sp. B3 99.05 Supplementary Figure 8
B4 Pantoea sp. B4 85.53 Supplementary Figure 9
B5 Enterobacter sp. BS 97.4 Supplementary Figure 10
G21 Pseudomonas sp. G21 98.88 Supplementary Figure 11
G22 Bacillus sp. G22 98.54 Supplementary Figure 12
G23 Bacillus sp. G23 97.2 Supplementary Figure 13
G24 Stutzerimonas sp. G24 98 Supplementary Figure 14

Supplementary Table 2. Bacteria identified after sequence alignment using BLASTn tool
available at NCBL
https://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&PAGE_TYPE=BlastSearch
&LINK [ OC=blasthome



https://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome
https://blast.ncbi.nlm.nih.gov/Blast.cgi?PROGRAM=blastn&PAGE_TYPE=BlastSearch&LINK_LOC=blasthome
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Supplementary Table 3. Percent inhibition of isolated bacteria against 15 antibiotics. Bacteria were cultured

with 15 different antibiotics individually on micro titer plate. Bacteria without any antibiotic was treated as

control. Plates were kept in incubator at 37 °C with constant shaking at 200 rpm for 24 hrs. Absorbance was

recorded using BioTek UV-Vis spectrophotometer and percent inhibition was calculatedwith respect to

control. Bacteria resistant to antibiotic are represented in red.



Calculated generation time (in Hrs)

Name pH 4.5 pH 7.0 pH 9.0
Brachybacterium sp. A2 6.4 4.3 3.5
Stutzerimonas sp. A3 5.0 4.3 3.5
Enterobacter sp. A4 4.5 4.2 34
Enterobacter sp. A9 5.1 4.1 3.6
Pantoea sp. B1 6.3 4.2 4.2
Pantoea sp. B2 5.2 4.2 3.4
Enterobacter sp. B3 5.2 53 4.7
Pantoea sp. B4 5.9 5.4 4.7
Enterobacter sp. B5 4.6 5.1 4.6
Pseudomonas sp. G21 5.1 4.1 3.6
Bacillus sp. G22 7.1 4.0 3.9
Bacillus sp. G23 5.9 4.1 3.4
Stutzerimonas sp. G24 6.0 3.9 3.2

Supplementary Table 4: Calculated generation time of different bacterial isolates grown at
different pH 4.5, 7 and 9.0
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Supplementary Figure 1. An ethidium bromide stained agarose gel showing DNA fragments produced by PCR
amplification of the 16S ribosomal RNA gene. Left lane of A, B, C contains 1kb DNA ladder; 1.0 kband
1.5 kb fragments are labeled by red box. The 1500 bp fragment produced by PCR is marked by green box.
Amplified 16s rRNA segment of different bacteria is indicated above each lane.



9 [cliQuery 18907

p strain IC B5.2 16S ribosomal RNA gene, partial sequence
Brachybacterium sp. strain CY3TSA9 168 ribosomal RNA gene, partial sequence

bacteria | 3 leaves

high G+C Gram-positive bacteria and bacteria | 2 leaves

bacteria | 4 leaves

bacteria and high G+C Gram-positive bacteria | 3 leaves

bacteria | 3 leaves

high G+C Gram-positive bactena | 3 leaves
bacteria | 2 leaves
high G+C Gram-positive bacteria and bacteria | 4 leaves
Brachybacterium paraconglomeratum strain G16 16S rnibosomal RNA gene, partial sequence

high G+C Gram-positive bactena and firmicutes | 5 leaves
5 high G+C Gram-positive bacteria | 2 leaves
Brachybacterium sp. strain Nor23 16S ribosomal RNA gene, partial sequence
Brachybacterium sp. JW54.1a partial 16S rRNA gene, strain JW54.1a
Uncultured bacterium clone ncd264h03c1 16S ribosomal RNA gene, partial sequence
Brachybacterium sp. strain DMS_GO1 16S ribosomal RNA gene, partial sequence
Brachybacterium paraconglomeratum strain AU C10.2 16S ribosomal RNA gene, partial sequence
Brachybacterium sp. strain Dg26 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone ncd1 10el2¢1 16S nbosomal RNA gene, partial sequence

high G+C Gram-positive bacteria and bacteria | 6 leaves

high G+C Gram-positive bacteria and bacteria | 3 leaves

bacteria and high G+C Gram-positive bacteria | 3 leaves

bacteria and high G+C Gram-positive bacteria | 3 leaves

high G+C Gram-positive bacteria and bacteria | 2 leaves

bacteria | 3 leaves

high G+C Gram-positive bacteria and bacteria | 2 leaves

bacteria | 3 leaves

high G+C Gram-positive bactenia | 2 leaves

Brachybacterium sp. V589 16S ribosomal RNA gene, partial sequence
bacteria | 2 leaves

high G+C Gram-positive bacteria and bacteria | 6 leaves
high G+C Gram-positive bacteria and bacteria | 2 leaves
high G+C Gram-positive bacteria and bacteria | 2 leaves

high G+C Gram-positive bacteria and bacteria | 15 leaves

Brachyb ium p: strain SC27 16S ribosomal RNA gene, partial sequence
Brachybacterium sp. strain BF32-2 16S ribosomal RNA gene, partial sequence

¥ Brachybacterium paraconglomeratum strain ICA-166 16S ribosomal RNA gene, partial sequence
“Brachybacterium sp. A2452GTS 16S ribosomal RNA gene, partial sequence

Supplementary Figure 2. Phylogenetic tree of bacterial isolate A2 generated after sequence alignment of its
sequenced 16s rRNA fragment against nucleotide database of NCBI



-9 Stutzerimonas stutzeri strain J15 chromosome, complete genome

© Stutzerimonas stutzeri strain PDW499 168 ribosomal RNA gene, partial sequence

“ Stutzerimonas stutzeri strain 1W1-1A chromosome, complete genome

© Stutzerimonas stutzeri strain J 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. strain BAB-5898 16S ribosomal RNA gene, partial sequence

TPseudomonas sp. strain T2.26MG-48.2 16S ribosomal RNA gene, partial sequence

¢’ Pseudomonas sp. HGLP-3 16S ribosomal RNA gene, partial sequence

bacteria and g-proteobacteria | 6 leaves

g-proteobacteria and bacteria | 42 leaves

Pseudomonas sp. DGM UTl1a 16S ribosomal RNA gene, partial sequence
Proteobacterium K5 16S ribosomal RNA gene, partial sequence

Pseudomonas sp. T16(2010) gene for 16S rRNA, partial sequence
Pseudomonas stutzeri strain PST-02 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone 7-180 16S ribosomal RNA gene, partial sequence
Unculwred bacterium clone 7-69 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone 7-16 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. fz 16S ribosomal RNA gene, partial sequence

Unculwred bacterium clone 126 168 ribosomal RNA gene, partial sequence
Uncultured bacterium clone 120 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone 76 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone 34 16S ribosomal RNA gene, partial sequence
Unculwred bacterium clone 5 16S ribosomal RNA gene, partial sequence
Pseudomonas stutzeri strain N3-3 16S ribosomal RNA gene, partial sequence
Stutzerimonas stutzeri strain IHBB 9574 16S ribosomal RNA gene, partial sequence

Stutzerimonas stutzeri strain NA3 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. strain BAB-5900 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. strain BAB-5891 168 ribosomal RNA gene, partial sequence

©
—0—000-0-0—0-0-0-0-0-00

g-proteobacteria | 8 leaves
Pseudomonas sp. HGLP-7 16S ribosomal RNA gene, partial sequence

g-proteobacteria and bacteria | 11 leaves

TR S

?Unculmrcd bacterium clone EB3 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. KIDN311 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone EB1 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. ADMK77 16S ribosomal RNA gene, partial sequence
Pseudomonas sp. K2DN344 16S ribosomal RNA gene, partial sequence

“ Stutzerimonas stutzeri strain ZDHY95 chromosome, complete genome

iE @ lcl|Query_ 467493
'S Stutzerimonas stutzeri strain 2020WEIHUA_G chromosome, complete genome

Supplementary Figure 3. Phylogenetic tree of bacterial isolate A3 generated after sequence alignment of its sequenced 16s
rRNA fragment against nucleotide database of NCBI



—‘-en(erobacteria and bacteria | 2 leaves
i " Enterobacter sp. strain NRJAGA-1 16S ribosomal RNA gene, partial sequence

‘l) Enterobacter cloacae complex sp. 35734 chromosome 1, complete sequence
“ Enterobacter cloacae En37 DNA, complete genome
qenterobac!ena and bacteria | 47 leaves

Enterobacter sp. strain DB035 16S ribosomal RNA gene, partial sequence
Enterobacter roggenkampii strain 120063 chromosome, complete genome
OEmcrobacxcr sp. 18A 13 DNA. complete genome
emerobactena | 2 leaves

enterobacterla | 7 leaves

Enterobacter cloacae strain DF3 16S ribosomal RNA gene, partial sequence
“ Enterobacter roggenkampii strain Ed-982 chromosome, complete genome
“ Enterobacter quasiroggenkampii strain AC15 16S ribosomal RNA gene, partial sequence

g “ Enterobacter mori strain IACMS9 16S ribosomal RNA gene, partial sequence
Uncullured bacterium clone 218002-1-1 16S ribosomal RNA gene, partial sequence

Emerobac(er cloacae isolate 96 genome assembly, chromosome: main

Enterobacter asburiae strain CAV 1043, complete genome
bacteria | 3 leaves

bacteria | 2 leaves

bacteria | 3 leaves
“* Enterobacter sp. strain Guang Xi tomato isolate K7 16S ribosomal RNA gene, partial sequence
9 Rhizobium sp. BGCS8 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain 205 _b_42 5 16S ribosomal RNA gene, partial sequence

Enterobacter sp. strain 49 h4 2 39 16S ribosomal RNA gene, partial sequence

Uncul(ured bacterium clone 218002-1-57 16S ribosomal RNA gene, partial sequence

l;nterobacter cloacae isolate 96 genome assembly, chromosome: main

Enlcrobacter cloacae isolate 96 genome assembly, chromosome: main

Enterobacter asburiae strain FC18569 168S ribosomal RNA gene, partial sequence

Enterobacter sp. strain DMKU-RP206 16S ribosomal RNA gene, partial sequence

Klebsiella sp. strain BAB-6433 16S ribosomal RNA gene, partial sequence

Enterobacter sp. strain AD2-3 16S ribosomal RNA gene, partial sequence

O
v

Enterobacter sp. strain 37 _h 42 S 16S ribosomal RNA gene, partial sequence

: > Enterobacter sp. MB-1-6-6 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain AD2-1 16S ribosomal RNA gene, partial sequence

' Uncultured Enterobacter sp. clone ND2 16S ribosomal RNA gene, partial sequence

“ Enterobacter asburiae strain XCYG-001 16S ribosomal RNA gene, partial sequence
' “ Enterobacter cloacae complex sp. strain N13-01531 chromosome, complete genome

“ Enterobacter sp. SGAir0O187 chromosome, complete genome

Enterobacter asburiae strain JBIWAOO07 chromosome, complete genome
“ Enterobacter sp. HK 169 chromosome, complete genome
@Icl|Query 145053

Supplementary Figure 4. Phylogenetic tree of bacterial isolate A4 generated after sequence alignment of its sequenced
16s rRNA fragment against nucleotide database of NCBI
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7 Enterobacter roggenkampii strain FDAARGOS_523 chromosome, complete genome
Enterobacter sp. strain AD2-1 168S ribosomal RNA gene, partial sequence

I e @ lcljQuery_34639

‘ ¥ Enterobacter roggenkampii strain Ek140 chromosome, complete genome

1

< Enterob quasire 1pii strain AC1S5 16S ribosomal RNA gene, partial sequence
9|9 Enterobacter roggenkampii strain Ed-982 chromosome, complete genome

| Enterobacter sp. strain GA16 16S ribosomal RNA gene, partial sequence
@ ‘\SEmerobac!cr sp. strain 47_h_42 37 16S ribosomal RNA gene, partial sequence

“ enterobacteria | 10 leaves

<=l enterobacteria and bacteria | 7 leaves

“l enterobacteria | 12 leaves

© —=l enterobacteria | 3 leaves

7 Uncultured bacterium clone 218002-1-1 16S ribosomal RNA gene, partial sequence

. <l enterobacteria | 2 leaves

@ Uncultured bacterium clone 218002-51 16S ribosomal RNA gene, partial sequence
“ Uncultured bacterium clone 218002-329 16S ribosomal RNA gene, partial sequence
“ Uncultured bacterium clone 218002-352 16S ribosomal RNA gene, partial sequence
“ Uncultured bacterium clone 218002-286 16S ribosomal RNA gene, partial sequence
“ Uncultured bacterium clone 218002-28 16S ribosomal RNA gene, partial sequence
~— % Uncultured bacterium clone 218002-328 16S ribosomal RNA gene, partial sequence
b — Uncultured bacterium clone 218002-244 16S ribosomal RNA gene, partial sequence
Uncultured Enterobacter sp. clone ND2 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain 49 h4 2 39 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain 205_b_42_5 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain XCYG-001 16S ribosomal RNA gene, partial sequence
Enterobacter roggenkampii strain 0-E chromosome, complete genome

Enterobacter roggenkampii strain 120063 chromosome, complete genome
Enterobacter cloacae isolate 96 genome assembly, chromosome: main
Enterobacter cloacae isolate 96 genome assembly, chromosome: main
Enterobacter sp. strain DMKU-RP206 16S ribosomal RNA gene, partial sequence
Klebsiella sp. strain BAB-6433 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain 37 h 42 5 16S ribosomal RNA gene, partial sequence
Uncultured bacterium clone 218002-1-57 16S ribosomal RNA gene, partial sequence
Enterobacter sp. MB-1-6-6 168 ribosomal RNA gene, partial sequence
Enterobacter cloacae isolate 96 genome assembly, chromosome: main
Enterobacter asburiae strain CAV 1043, complete genome

Enterobacter cloacae complex sp. 35734 chromosome 1, complete sequence

|« enterobacteria and bacteria | 31 leaves

<~=mll cnterot ia and a-pr b ia | 3 leaves

“* Enterobacter mori strain IACMS9 168 ribosomal RNA gene, partial sequence

Supplementary Figure 5. Phylogenetic tree of bacterial isolate A9 generated after sequence alignment of its
sequenced 16s rRNA fragment against nucleotide database of NCBI
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—@Jcl|Query 47435
Pantoea dispersa strain AHKW2b chromosome, complete genome
Pantoea dispersa strain ESL4 chr compl

¥ Gamma proteobacterium symbiont of Plautia stali gene for 16S ribosomal RNA, partial sequence, strain: C/Ps-MYKJIml
’ Pantoea agglomerans strain MpS02 16S ribosomal RNA gene, partial sequence
=l enterobacteria | 2 leaves

Pantoea dispersa strain TBRh9 16S ribosomal RNA gene, partial sequence

@ “ Gamma proteobacterium symbiont of Plautia stali gene for 16S ribosomal RNA, partial sequence, strain: C/Ps-ISGKf19

( Pantoea agglomerans strain ZFJ-6 16S ribosomal RNA gene, partial sequence

enterobacteria and g-proteobacteria | 6 leaves
#Pantoea dispersa strain Lsch chromosome 1, complete sequence
2G proteob ium symbi of Plautia stali gene for 16S ribosomal RNA. partial sequence, strain: C/Ps-TKNSfl

—@ 5 Pantoea dispersa strain ML.8a3 chromosome, complete genome
Pantoea dispersa strain BH33 16S ribosomal RNA gene, partial sequence
“ Erwinia sp. strain JDG-1 16S ribosomal RNA gene, partial sequence

—‘Mulu’ple organisms | 52 leaves

|
enterobacteria and bacteria | 4 leaves

1 @ Erwinia sp. strain CoA12 16S ribosomal RNA gene, partial sequence
Erwinia sp. HLB-2 168S ribosomal RNA gene, partial sequence
Pantoea dispersa strain SR5-8 16S ribosomal RNA gene, partial sequence
" Pantoea dispersa strain RD_DACAR_03 16S ribosomal RNA gene. partial sequence
" Pantoea sp. strain CanP219b 16S ribosomal RNA gene, partial sequence
Gamma proteobacterium symbiont of Plautia stali gene for 16S ribosomal RNA, partial sequence, strain: C/Ps-TKNSf8
I Pantoea dispersa strain AA9 16S ribosomal RNA gene, partial sequence
“Pantoea sp. NA 11026 gene for 16S ribosomal RNA, partial sequence
“—@Pantoea dispersa strain K2-1 16S ribosomal RNA gene, partial sequence
Erwinia sp. R3-2A 16S ribosomal RNA gene, partial sequence
Erwinia sp. CU208 16S ribosomal RNA gene, partial sequence
Erwinia sp. CZGRY?9 16S ribosomal RNA gene, partial sequence
?Erwinia sp. CZGRY 10 16S ribosomal RNA gene, partial sequence
© Erwinia sp. strain CJ25 16S ribosomal RNA gene, partial sequence

enterobacteria | 2 leaves
* Pantoea dispersa strain CHEN_B2 16S ribosomal RNA gene, partial sequence
QPantoea sp. strain OR37 16S ribosomal RNA gene, partial sequence
/ Pantoea dispersa strain OsEp_Plm_15B14 16S ribosomal RNA gene, partial sequence
“ Pantoea sp. D3SP609 16S ribosomal RNA gene, partial sequence
Pantoea agglomerans strain SpS08 16S ribosomal RNA gene, partial sequence
Erwinia sp. AB294 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain DPBS031 16S ribosomal RNA gene, partial sequence
“Pantoea agglomerans strain BICP2 16S ribosomal RNA gene, partial sequence

Supplementary Figure 6. Phylogenetic tree of bacterial isolate B1 generated after sequence alignment of its sequenced 16s
rRNA fragment against nucleotide database of NCBI
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r—Pantoea dispersa strain MCA11 16S ribosomal RNA gene, partial sequence
/' Pantoea dispersa strain ZM_DL_PBI10 16S ribosomal RNA gene, partial sequence
Erwinia sp. WXBSY3 168 ribosomal RNA gene, partial sequence
Gamma proteobacterium symbiont of Plautia stali gene for 16S ribosomal RNA, partial sequence, strain: C/Ps-OKNW{12
Pantoea dispersa strain VWIL.P1 ch nplete g

Pantoea dispersa strain ZM_DL_PBIS8 16S nbosomal RNA gene, partial sequence

1
i
gBacterium strain S145 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain IARI-PC4-49 16S ribosomal RNA gene, partial sequence
Bacterium strain S147 16S ribosomal RNA gene, partial sequence
Uncultured Enterobacter sp. clone GDEc15 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain WHW-3 16S ribosomal RNA gene, partial sequence
?Panloea sp. strain CoA11 168 ribosomal RNA gene. partial sequence
Pantoea dispersa strain MCA19 16S ribosomal RNA gene, partial sequence
?Gamma proteobacterium symbiont of Scutellera amethystina OKNW 1 gene for 16S ribosomal RNA, partial sequence
Pantoea dispersa strain S46 ITI 16S ribosomal RNA gene, partial sequence
@2 Bacterium strain S143 16S ribosomal RNA gene. partial sequence
Pantoea dispersa strain RS 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain SBIN1 16S ribosomal RNA gene, partial sequence
Pantoea dispersa gene for 16S rRNA, partial sequence, strain: GTC 1472
b’Panloea dispersa strain CT5 16S ribosomal RNA gene, partial sequence
$Pantoea dispersa strain CT4 16S nbosomal RNA gene, partial sequence
 Pantoea dispersa strain A3 16S ribosomal RNA gene, partial sequence
ngloea dispersa strain BINGP1 16S ribosomal RNA gene, partial sequence
enterobacteria and bacteria | 3 leaves

ENT

Pantoea sp. mixed cul X4-61 16S rib I RNA gene, partial sequence
7 Pantoea dispersa strain A1 16S ribosomal RNA gene and 16S-23S ribosomal RNA intergenic spacer, partial sequence
P b 1a | 2 leaves

Gamma proteobacterium symbiont of Plautia stali gene for 16S ribosomal RNA, partial sequence, strain: C/Ps-ISGKf19
Pantoea dispersa strain AE2 16S nbosomal RNA gene, partial sequence

Pantoea dispersa strain S38 ITI 16S ribosomal RNA gene, partial sequence

Pantoea agglomerans strain ZFJ-6 16S ribosomal RNA gene, partial sequence

¥ Pantoea dispersa strain PC 16S ribosomal RNA gene, partial sequence

L Uncultured Enterobacter sp. clone GDEc05 16S ribosomal RNA gene, partial sequence
' Pantoea dispersa strain A6 16S ribosomal RNA gene, partial sequence

' Pantoea dispersa strain A2 16S ribosomal RNA gene, partial sequence

“Pantoea dispersa strain OFM20 16S ribosomal RNA gene, partial sequence

'« Multiple organisms | 59 leaves

% Pantoea dispersa strain MCA17 16S ribosomal RNA gene, partial sequence
@ Pantoea dispersa strain NB1 16S ribosomal RNA gene, partial sequence

Supplementary Figure 7. Phylogenetic tree of bacterial isolate B2 generated after sequence alignment of its sequenced 16s rRNA
fragment against nucleotide database of NCBI
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“Enterobacter asburiae strain AB1816 16S ribosomal RNA gene, partial sequence

*‘en(erobacleria and bacteria | 32 leaves

¥ Enterobacter kobei strain NPKC3_1_45 16S ribosomal RNA gene. partial sequence

Enterobacter asburiae strain AS3B 16S ribosomal RNA gene, partial sequence
* Enterobacter asburiae strain NPKC2_2 6 16S ribosomal RNA gene, partial sequence

2 Enterobacter kobei strain NPKC3_1_20 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain NPKC2 2 13 16S ribosomal RNA gene, partial sequence

O Enterobacter asburiae strain NPKC2_2 33 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain NPKC2_2 20 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain NPKC2 2 19 16S ribosomal RNA gene, partial sequence

_\I)Entembacter asburiae strain NPKC2_2 17 168S ribosomal RNA gene, partial sequence

hFEnterobacter asburiae strain NPKC2_2 46 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain NPKC2 2 36 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain NPKC2_2 24 16S ribosomal RNA gene, partial sequence
Enterobacter asburiae strain NPKC2_2 7 16S ribosomal RNA gene, partial sequence
Enterobacter tabaci strain TBMAX90 16S ribosomal RNA gene, partial sequence
Enterobacter tabaci strain E_1 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain MBWS1.(14) 16S ribosomal RNA gene, partial sequence
Enterobacter kobei strain NPKC3_1_37 168 ribosomal RNA gene, partial sequence
Enterobacter asburiae voucher ST56 16S ribosomal RNA gene, partial sequence
Enterobacter kobei strain NPKC3_1_29 168 ribosomal RNA gene, partial sequence
Enterobacter kobei strain NPKC3_1_18 168 ribosomal RNA gene, partial sequence

acterium NLAE-zI-H356 16S ribosomal RNA gene, partial sequence

enterobacteria and bacteria | 23 leaves

Enterobacter asburiae strain NPKC2_2 40 16S ribosomal RNA gene, partial sequence
*Uncultured bacterium clone BT20B01 168S ribosomal RNA gene, partial sequence
.jEnterobacter kobei strain NPKC3_1_40 16S ribosomal RNA gene. partial sequence
Pantoea agglomerans strain NPKC3 _1_16 168S ribosomal RNA gene, partial sequence
Enterobacter kobei strain NPKC3_1_10 168 ribosomal RNA gene, partial sequence
Enterobacter sp. strain HL1 16S ribosomal RNA gene, partial sequence
Enterobacter kobei strain NPKC3_1_39 168 ribosomal RNA gene. partial sequence

enterobacteria | 12 leaves

‘————=llbacteria | 3 leaves

@ Enterobacter tabaci strain E_3 16S ribosomal RNA gene, partial sequence

Supplementary Figure 8. Phylogenetic tree of bacterial isolate B3 generated after sequence alignment of its sequenced

16s rRNA fragment against nucleotide database of NCBI
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ium clone BICH1132 16S ribosomal RNA gene, partial sequence
\‘) 5" Uncultured bacterium clone BICH710 16S ribosomal RNA gene, partial sequence
L& Uncultured bacterium clone BICH614 16S ribosomal RNA gene, partial sequence
9 Uncultred bacterium clone BICH795 16S ribosomal RNA gene, partial sequence
% Uncultured bacterium clone BICH453 16S ribosomal RNA gene, partial sequence
9 Uncultured bacterium clone BICH702 16S ribosomal RNA gene, partial sequence
% Pantoea sp. UIWRF 1189 16S ribosomal RNA gene, partial sequence
Bacterium strain BS1182 16S nbosomal RNA gene, partial sequence
Pantoca sp. strain XD41-J6 16S ribosomal RNA gene, partial sequence
Pantoea sp. strain _XD26-G5 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain CICR B6 16S ribosomal RNA gene, partial sequence
Pantoea sp. strain _XD22-G2 16S ribosomal RNA gene. partial sequence
Pantoea dispersa strain K1-1 16S nbosomal RNA gene, partial sequence

enterobacteria and bacteria | 17 leaves

Pantoea dispersa strain YBB14A 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain YBB7 16S ribosomal RNA gene, partial sequence

9 ©@Pantoea dispersa strain YBB2 16S ribosomal RNA gene, partial sequence
?Gamma p i ymbiont of OKNW3 gene for 16S ri RNA, partial seq
g Gamma p b d ymbiont of Scutelk hystina OKNW?2 gene for 16S rib I RNA, partial
o $ Gamma b i ymbiont of 1k hy OKNW]1 gene for 16S rit I RNA, partial
3 Gamma proteobacterium symbiont of Calliphara excellens IROM gene for 16S ribosomal RNA, partial sequence

‘Gamma proteobacterium symbiont of Calliphara excellens KMJM gene for 16S ribosomal RNA, partial sequence
‘Gamma proteobacterium symbiont of Calliphara excellens AMM gene for 16S ribosomal RNA, pantial sequence
Pantoca dispersa strain JRBHU-3 16S ribosomal RNA gene, partial sequence

'Pantoea dispersa strain IIIF4SW-P1 16S nbosomal RNA gene, partial sequence

Pantoea dispersa strain IIIF ISW-B5 168 ribosomal RNA gene, partial sequence

Pantoea dispersa strain IIIFISW-B4 168 ribosomal RNA gene, partial sequence

Multiple organisms | 33 leaves

Pantoea dispersa strain M2-2 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain YBB6 16S ribosomal RNA gene. partial sequence

Pantoea dispersa strain YO8 16S ribosomal RNA gene, partial sequence
1 Pantoea dispersa strain AFS072317 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain N10 16S ribosomal RNA gene, partial sequence
Pantoca dispersa strain YBB19A 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain 10-S372 16S nbosomal RNA gene, partial sequence
Pantoea dispersa strain 5-S347 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain AFS052757 16S ribosomal RNA gene, partial sequence
Pantoca dispersa strain ZM_DI._SA4 16S nbosomal RNA gene, partial sequence
Pantoea dispersa strain ZM_DL_PB7 16S ribosomal RNA gene, partial sequence
Pantoea dispersa strain Z4 16S ribosomal RNA gene, partial sequence
% Uncultured bacterium clone BIGH1274 16S ribosomal RNA gene, partial sequence
‘e h

ia and g-p 10 leaves

@ Uncultured bacterium clone BIGHS834 16S ribosomal RNA gene, partial sequence

Supplementary Figure 9. Phylogenetic tree of bacterial isolate B4 generated after sequence alignment of its
sequenced 16s rRNA fragment against nucleotide database of NCBI



@ cl|Query 47673
Enterobacter roggenkampii strain FDAARGOS_523 chromosome, complete genome
“ Enterobacter roggenkampii STW0522-66 DNA, complete genome
5 Enterobacter roggenkampii strain Colony373 chromosome
|5 enterobacteria | 2 leaves

"=l enterobacteria | 3 leaves

Enterobacter cloacae strain GAS8 16S ribosomal RNA gene, partial sequence
[’ Enterobacter sp. strain GA16 16S ribosomal RNA gene, partial sequence
| Enterobacter sp. strain LCMG 168 ribosomal RNA gene, partial sequence
@ | VEnterobacter sp. strain 47_h_42 37 16S ribosomal RNA gene, partial sequence
| “?Enterobacter sp. RUCG61 16S ribosomal RNA gene, partial sequence
Enterobacter cloacae strain DF3 16S ribosomal RNA gene, partial sequence
jgimerobacter cloacae strain 71241 16S ribosomal RNA gene, partial sequence
enterobacteria | 6 leaves

% Enterobacter quasiroggenkampii strain ACI15 168S ribosomal RNA gene, partial sequence

< enterobacteria | 44 leaves

“» Uncultured bacterium clone 218002-348 16S ribosomal RNA gene, partial sequence

“% Enterobacter sp. strain DB035 16S ribosomal RNA gene, partial sequence
| 2 Enterobacter sp. strain 37_h_42_5 16S ribosomal RNA gene, partial sequence
‘ rUnculturcd bacterium clone 218002-1-57 16S ribosomal RNA gene, partial sequence
/@ Enterobacter sp. MB-1-6-6 168S ribosomal RNA gene, partial sequence
enterobacteria | 2 leaves
Enterobacter asburiae strain XCYG-001 16S ribosomal RNA gene, partial sequence
Rhizobium sp. BGCS8 16S ribosomal RNA gene, partial sequence
Enterobacter roggenkampii strain O-E chromosome, complete genome

enterobacteria and bacteria | 2 leaves

 Enterobacter cloacae isolate 96 genome assembly, chromosome: main
enterobacteria and bacteria | 2 leaves
7 Enterobacter sp. strain 49 _h4_2 39 16S ribosomal RNA gene, partial sequence
enterobacteria and bacteria | 2 leaves
enterobacteria and bacteria | 2 leaves
Enterobacter asburiae strain FC18569 16S ribosomal RNA gene, partial sequence
Enterobacter sp. strain DMKU-RP206 168S ribosomal RNA gene, partial sequence
~—% Uncultured bacterium clone 218002-328 16S ribosomal RNA gene, partial sequence
bacteria | 2 leaves
enterobacteria and bacteria | 2 leaves
enterobacteria | 2 leaves
‘}Enlerobacter sp. 18A 13 DNA, complete genome
enterobacteria | 3 leaves

Enterobacter mori strain IACMS9 16S ribosomal RNA gene, partial sequence

Supplementary Figure 10. Phylogenetic tree of bacterial isolate B5 generated after sequence alignment of its
sequenced 16s rRNA fragment against nucleotide database of NCBI



@ lcl|Query 60443

e

Pseudomonas stutzen strain NCTC 10450 genome assembly, chromosome: 1
@z-protecbacteria and bacteria | 62 leaves
]

@Pseudomonas stutzeri strain VITDW-0304 16S ribosomal RNA gene, partial sequence
Stutzerimonas stutzeri strain RSP6 16S ribosomal RNA gene, partial sequence
Stutzerimonas stutzeri strain C35 ITI 16S ribosomal RNA gene. partial sequence

OStutzerimonas stutzeri strain ER36 16S ribosomal RNA gene, partial sequence

OStutzerimonas stutzeri strain FAS 168 ribosomal RNA gene, partial sequence

OStutzerimonas stutzeri strain BY 1 165 ribosomal RNA gene, partial sequence

QBacterium strain ZHS 16S ribosomal RNA gene, partial sequence

OPseudomonas sp. strain W6 16S ribosomal RNA gene, partial sequence

?Smtzerimoms stutzeri strain E141 16S nbosomal RNA gene, partial sequence

OPseudomonas putida strain Xmb041 16S ribosomal RNA gene, partial sequence

?Smtzerimoms stutzeri strain UP3 16S ribosomal RNA gene, partial sequence

QPseudomonas stutzen stran W25 16S ribosomal RNA gene, partial sequence

¢Pseudomonas stutzeni strain W21 16S ribosomal RNA gene, partial sequence

OPseudomonas stutzeri strain W18 168 ribosomal RNA gene, partial sequence

OPseudomonas stutzeri strain HY-101 16S ribosomal RNA gene, partial sequence

‘?Pseudomonas stutzen partial 16S rRNA gene, isolate 091 IMAR17Q2

?qudomonas songnenensis strain ASNBRI_B29 16S ribosomal RNA gene, partial sequence

?Pseudomonas sp. strain YRO2 16S ribosomal RNA gene, partial sequence

¢Pseudomonas stutzeri strain B7 16S ribosomal RNA gene, partial sequence

?Baclerium strain S76 16S ribosomal RNA gene, partial sequence

?Snnzerimom stutzeri strain GR 114 16S nbosomal RNA gene, partial sequence

OStutzerimonas stutzeri strain XX1 16S ribosomal RNA gene, partial sequence

ﬁ‘l’seudomnuas sp. TMS1-9-2 16S ribosomal RNA gene, partial sequence

észeﬁmnu stutzeri strain LZH-J50 16S nbosomal RNA gene, partial sequence
PUncultured Pseudomonas sp. clone TJ-7 16S ribosomal RNA gene, partial sequence

OPseudomonas stutzeri strain CIFRI P-TSB-2 16S ribosomal RNA gene, partial sequence

§PmMomms stutzen strain 1-1 16S ribosomal RNA gene, partial sequence

OPseudomonas stutzeri 16S ribosomal RNA gene, partial sequence
Pseudomonas stutzeri isolate FM22 16S ribosomal RNA gene, partial sequence

——@0 Swtzerimonas stutzeri strain SB-1 chromosome, complete genome
©  OStutzerimonas stutzeri strain SGAir0442 chromosome, complete genome
9  “Stutzerimonas stutzen strain J15 chromosome, complete genome

E— “Stutzerimonas stutzeri strain XX1 chromosome, complete genome

© Stutzerimonas stutzeri strain YWX-1 chromosome, complete genome
¥ Stutzerimonas stutzeri strain 2020WEIHUA_G chromosome, complete genome
" Stutzerimonas stutzeri strain S116 chromosome, complete genome

“ Stutzerimonas stutzeri strain NRCB010 chromosome, complete genome

Supplementary Figure 11. Phylogenetic tree of bacterial isolate G21 generated after sequence
alignment of its sequenced 16s rRNA fragment against nucleotide database of NCBI
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@ Icl|Query 36779
TBacillus safensis strain HKG365 16S ribosomal RINA gene, partial sequence

firmicutes and bacteria | 52 leaves
D firmicutes | 3 leaves

firmicutes | 3 leaves

< Bacillus australimaris strain NOK94 16S ribosomal RNA gene, partial sequence
“~ Bacillus australimaris strain NOKG65 16S ribosomal RNA gene, partial sequence

Bacillus safensis strain 4H10a-1 16S ribosomal RNA gene, partial sequence
Bacillus sp. (in: Bacteria) strain B664/17 16S ribosomal RNA gene, partial sequence
gBacillus safensis strain NOK11 16S ribosomal RNA gene, partial sequence
< Bacillus safensis strain ZG6 16S ribosomal RN A gene, partial sequence
~ Bacillus sp. (in: Bacteria) strain A 10 16S ribosomal RNA gene, partial sequence
?Bacillus safensis strain LY 9 16S ribosomal RNA gene, partial sequence
Bacillus velezensis strain 1H9a 16S ribosomal RNA gene, partial sequence
“ Bacillus safensis strain 1HSb 16S ribosomal RNA gene. partial sequence
“» Bacillus safensis strain H3 1R-08 chromosome. complete genome
Bacillus pumilus strain BW285 16S ribosomal RNA gene, partial sequence
" Bacillus safensis strain 4H2b 16S ribosomal RNA gene. partial sequence
<> Bacillus safensis strain ROD119 16S ribosomal RNA gene. partial sequence
‘?Bacillus pumilus strain NSE3 16S ribosomal RNA gene, partial sequence
Bacillus australimaris strain HBUASG64889 16S ribosomal RNA gene. partial sequence
Bacillus australimaris strain HBUASG664875 16S ribosomal RNA gene. partial sequence
Bacillus australimaris strain NOK26 16S ribosomal RNA gene, partial sequence
firmicutes and bacteria | 2 leaves
Bacterium strain S78 16S ribosomal RNA gene, partial sequence
»Bacillus safensis strain PHBO4 16S ribosomal RNA gene. partial sequence
2 Uncultured Bacillus sp. clone 16S-12 16S ribosomal RNA gene, partial sequence
Bacillus safensis strain 3H16 16S ribosomal RNA gene. partial sequence
_~ Bacillus australimaris strain HBUASG664877 16S ribosomal RNA gene, partial sequence
~~ Bacillus safensis strain 4H2a 16S ribosomal RNA gene. partial sequence
< Bacillus safensis strain 1HSa 16S ribosomal RNA gene, partial sequence
' Bacillus safensis strain WHESS12 168S ribosomal RNA gene, partial sequence
‘:’)Bacillus safensis strain XJB-72 16S ribosomal RNA gene, partial sequence
“* Bacillus safensis strain XJB-71 16S ribosomal RNA gene, partial sequence
QBacillus sp. (in: Bacteria) strain BSEB-12 16S ribosomal RNA gene. partial sequence
Bacillus safensis subsp. safensis strain NC631 16S ribosomal RNA gene. partial sequence
22 Bacillus safensis strain XJB-51 16S ribosomal RNA gene, partial sequence

firmicutes | 5 leaves

‘fBacillus safensis strain UTAD K11B 16S ribosomal RNA gene, partial sequence
firmicutes | 2 leaves

Supplementary Figure 12. Phylogenetic tree of bacterial isolate G22 generated after sequence alignment of its
sequenced 16s rRNA fragment against nucleotide database of NCBI



Olcl|Query 356975
9 Bacillus pumilus strain HT-Z75-B1 16S nbosomal RNA gene, partial sequence

e firmicutes and bacteria | 65 leaves

éBacillus zhangzhouensis strain OB005 16S ribosomal RNA gene, partial sequence
GiJBacillus safensis strain OA363 16S nbosomal RNA gene, partial sequence
Bacillus safensis strain OA278 16S nbosomal RNA gene, partial sequence
Bacillus zhangzhouensis strain LB138 16S nbosomal RNA gene, partial sequence
Bacillus zhangzhouensis strain LB075 16S nbosomal RNA gene, partial sequence
Q OBacillus safensis strain LA276 168 ribosomal RNA gene, partial sequence
©Bacillus safensis strain LA024 16S ribosomal RNA gene, partial sequence
Bacillus zhangzhouensis strain LA021 16S ribosomal RNA gene, partial sequence
?Bacillus zhangzhouensis strain SML_M132 16S ribosomal RNA gene, partial sequence
?Bacillus safensis strain GOM6 16S ribosomal RNA gene, partial sequence
OBacillus sp. (in: Bacteria) strain jrb-Sw 16S ribosomal RNA gene, partial sequence
! Bacillus safensis strain TSS14 16S ribosomal RNA gene, partial sequence
©Bacillus sp. (in: Bacteria) strain DP4-490-553 16S ribosomal RNA gene, partial sequence
Bacillus sp. (in: Bacteria) strain R352 16S nbosomal RNA gene, partial sequence
Bacillus sp. (in: Bacteria) strain ST426 16S ribosomal RNA gene, partial sequence
?Bacillus safensis strain 151007-R3_109_39 27F 16S ribosomal RNA gene, partial sequence
Bacillus sp. (in: Bacteria) 16S ribosomal RNA gene, partial sequence
Bacillus pumilus strain L16 16S ribosomal RNA gene, partial sequence
Bacillus pumilus strain B22 16S ribosomal RNA gene, partial sequence
?Bacillus safensis strain CMH2L 168 ribosomal RNA gene, partial sequence
OBacillus pumilus strain W-7 16S ribosomal RNA gene, partial sequence
Bacillus sp. (in: Bacteria) strain B3 16S ribosomal RNA gene, partial sequence
&Bacillus sp. (in: Bacteria) strain 47b 16S ribosomal RNA gene, partial sequence
Bacterium strain S405 16S ribosomal RNA gene, partial sequence
OBacterium strain S260 16S ribosomal RNA gene, partial sequence
Bacterium strain S100 16S ribosomal RNA gene, partial sequence
Bacillus pumilus strain DS-01 16S ribosomal RNA gene, partial sequence
Bacillus sp. (in: Bacteria) strain FKPH34-2-2 16S ribosomal RNA gene, partial sequence
Bacillus safensis strain APES 2 16S ribosomal RNA gene, partial sequence
Bacterium strain S270 16S ribosomal RNA gene, partial sequence
~9Bacillus pumilus strain IAJ2 16S ribosomal RNA gene, partial sequence
% Bacillus pumilus strain TZQ12 16S ribosomal RNA gene, partial sequence
? @ Bacillus z h is strain OA022 16S ribosomal RNA gene, partial sequence
“Uncultured bacterium clone MSD3_G09 16S ribosomal RNA gene, partial sequence

©

Supplementary Figure 13. Phylogenetic tree of bacterial isolate G23 generated after sequence alignment
of'its sequenced 16s rRNA fragment against nucleotide database of NCBI



9

9lcliQuery 91063

gSmtzuimonas stutzeri strain IRQNWYF2 16S ribosomal RNA gene, partial sequence
9 Pseudomonas songnenensis strain P35 16S ribosomal RNA gene, partial sequence

7 Pseudomonas sp. WXBSA 16S ribosomal RNA gene, partial sequence

; Pseudomonas sp. BBAPs-01 16S ribosomal RNA gene, partial sequence

Pseudomonas stutzeri strain 53 16S ribosomal RNA gene, partial sequence

gl’seudomonas stutzeri strain Bmen| 16S ribosomal RNA gene, partial sequence

= ¢-proteobacteria | 3 leaves

?Pscudomonas sp. HB09004 16S ribosomal RNA gene, partial sequence

lyl’seudermonas stutzeri strain RA10 16S ribosomal RNA gene, partial sequence

DBacterium strain $76 16S ribosomal RNA gene, partial sequence

OStutzerimonas stutzeri strain HMS12 16S ribosomal RNA gene, partial sequence

©Pseudomonas stutzeri strain 1-4 16S ribosomal RNA gene, partial sequence

O Pseudomonas sp. CY-b40 168 ribosomal RNA gene, partial sequence

OStutzerimonas stutzeri strain AAU BDCT 1 16S ribosomal RNA gene, partial sequence

Stutzerimonas stutzeri strain XX 1 16S ribosomal RNA gene, partial sequence

g-proteobacteria | 3 leaves

Pseuds sp. JPN2 16S rib | RNA gene, partial sequence
OStutzerimonas stutzeri strain SCSIO_43754 16S ribosomal RNA gene, partial sequence
Stutzerimonas stutzeri strain ANABFPS 168 ribosomal RNA gene, partial sequence
OStutzerimonas stutzeri ATCC 17588 = LMG 11199 16S nibosomal RNA gene, partial sequence
OSmtzerimonas stutzeri strain ER36 16S ribosomal RNA gene, partial sequence
JStutzerimonas stutzeri strain 5-N-1 16S ribosomal RNA gene, partial sequence
OStutzerimonas stutzeri strain SM12 168 ribosomal RNA gene, partial sequence
©Pseudomonas stutzeri strain PST-03 16S ribosomal RNA gene, partial sequence

Ofl g-proteobacteria and bacteria | 2 leaves

OStutzerimonas stutzeri strain Z12 168 ribosomal RNA gene, partial sequence
OStutzerimonas stutzeri strain C35 ITI 16S ribosomal RNA gene, partial sequence
OSwitzerimonas stuizeri strain C27 ITI 16S ribosomal RNA gene, partial sequence
OStutzerimonas stutzeri strain C40 ITI 16S ribosomal RNA gene, partial sequence
OStutzerimonas stutzeri strain 30 16S ribosomal RNA gene, partial sequence
OStutzerimonas stutzeri strain RSP6 16S ribosomal RNA gene, partial sequence
OPseudomonas stutzeri strain YH3 168 ribosomal RNA gene, partial sequence
?Pscudomonas stutzeri strain W12 16S ribosomal RNA gene, partial sequence
?." d sp. strain I 168 rib 1 RNA gene, partial sequence

oF sp. JS-C55 168 rit RNA gene, partial sequence
#Pscudomonas sp. strain A 122 16S ribosomal RNA gene, partial sequence
gSlnmn'monas stutzeri strain QS169 16S ribosomal RNA gene, partial sequence
°Slutzet'ilm:ﬂas stutzeri strain OsEnb_ALM_B7 16S ribosomal RNA gene, partial sequence

g-protcobacteria and bacteria | 11 leaves

‘g-proleobaclcria and bacteria | 44 leaves

Supplementary Figure 14. Phylogenetic tree of bacterial isolate G24 generated after sequence alignment of its

16s rRNA fragment against nucleotide database of NCBI

stutzeri strain IMB16-092 16S ribosomal RNA gene, partial sequence
I @ ¥ Stutzerimonas stutzeri strain R40042 16S ribosomal RNA gene, partial sequence

sequenced
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