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Supplementary Information (Adedoyin and Schmidt) 

 

Figure S1. Phylogenetic assignment of strain AA1 (♦) using the neighbor-joining model based 

on its partial 18S rRNA gene sequence compared with 18S rRNA gene sequences of selected 

type strains and environmental isolates of Masaia spp. (∆) Dictyosphaerium spp. (□), 

Compactochlorella spp. (ο) and Parachlorella spp. (◊). The 18S rRNA gene sequence of 

Ochromonas danica (●) was used as an out-group. The scale bar represents two estimated 

changes per 10 nucleotides. Only bootstrap values ≥ 50 are shown. 

 

 MT827194.1 Parachlorella kessleri ACSSI 336

 MG835608.1 Parachlorella kessleri LEGE Z-001

 HM744739.2 Parachlorella kessleri BAFC CA10

 MT827192.1 Parachlorella kessleri ACSSI 334

 MT827195.1 Parachlorella kessleri ACSSI 337

 JQ797561.1 Parachlorella kessleri strain HY-6

 Strain AA1

 KX021355.1 Parachlorella kessleri strain TY01

 KX021356.1 Parachlorella kessleri TY02

 AY323841.1 Parachlorella beijerinckii SAG 2046

 HM126550.1 Parachlorella hussii ACOI 473

 KM020113.1 Parachlorella kessleri SAG 27.87

 KM020114.1 Parachlorella kessleri SAG 211-11c

 MH636624.1 Masaia sp. YACCYB161

 HQ322128.1 Masaia oloidia CB 2008/72

 GQ477060.1 Masaia oloidia CCAP 222/32

 MG283299.1 Compactochlorella kochii FACHB-2247

 GQ487211.1 Dictyosphaerium libertatis CB 2008/76

 GQ487209.1 Dictyosphaerium ehrenbergianum CB 2008/62

 GQ487202.1 Dictyosphaerium ehrenbergianum CCAP 222/46

 HM066008.1 Dictyosphaerium ehrenbergianum CCAP 222/45

 GQ477058.1 Compactochlorella dohrmannii CCAP 222/5

 GU935657.1 Ochromonas danica SAG 933.7

100

100

74

84

0.20



2 
 

 

Figure S2. Phylogenetic assignment of strain AA2 (♦) using the neighbor-joining method based 

on its partial 18S rRNA gene sequence compared with 18S rRNA gene sequences of selected 

type strains and environmental isolates of Scenedesmus spp. (□). The 18S rRNA gene sequence 

of Chlamydomonas reinhardtii (●) was used as an out-group. The scale bar represents one 

estimated change per 100 nucleotides. Only bootstrap values ≥ 50 are shown. 

 

 KF898121.1 Scenedesmus basiliensis ACKU 646-06

 KJ808696.1 Scenedesmus bijugus IZTA:1830

 FR865722.1 Scenedesmus incrassatulus CCAP 276/43

 AJ249515.1 Scenedesmus obliquus UTEX 1450

 AJ249512.1 Scenedesmus acutus MPI

 FR865725.1 Scenedesmus dimorphus CCAP 276/48

 AB037093.1 Scenedesmus pectinatus

 AY510460.1 Scenedesmus deserticola BCP-EM2-VF30

 JQ315585.1 Scenedesmus rubescens KMMCC 263

 KU057946.1 Scenedesmus rubescens IPPAS D-292

 FR865732.1 Scenedesmus regularis CCAP 276/53

 AM419228.1 Scenedesmus antarctic ITS1 5.8S

 AB773883.1 Scenedesmus costatus SAG 46.88

 FR865716.1 Scenedesmus bacillaris CCAP 276/29

 X81966.1 Scenedesmus ovalternus

 Strain AA2

 AB037094.1 Scenedesmus raciborskii

 AB511834.1 Chlamydomonas reinhardtii UTEX 90
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Figure S3.1. The growth of strain AA1 (A), strain AA2 (B), and strain AA3 (C) under 

photoautotrophic conditions in Chu (A, B) and Bourrelly medium (C). All data points shown 

are the means of two independently performed experiments. 
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Figure S3.2. Photoheterotrophic growth of strain AA1 (A), strain AA2 (B), and strain AA3 (C), 

with 25mM acetate as the carbon source in Chu (A, B) and Bourrelly medium (C). All data 

points shown are the means of two independently performed experiments. 
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Figure S3.3. Photoheterotrophic growth of strain AA1 (A), strain AA2 (B), and strain AA3 (C), 

with 50mM glucose as the carbon source in Chu (A, B) and Bourrelly medium (C). All data 

points shown are the means of two independently performed experiments. 
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Figure S4.1. Growth of strain AA1 under photoautotrophic conditions in Chu medium (0mM 

salicylate) (A) and photoheterotrophic conditions supplemented with 0.5 mM salicylate (B) 

and 1.5 mM salicylate (C). All data points shown are the means of two independently 

performed experiments. 
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Figure S4.2. Growth of strain AA2 under photoautotrophic conditions in Chu medium (0mM 

salicylate) (A) and photoheterotrophic conditions supplemented with 0.5 mM salicylate (B) 

and 1.5 mM salicylate (C). All data points shown are the means of two independently 

performed experiments.  
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Figure S4.3. Growth of strain AA3 under photoautotrophic conditions in Bourrelly medium 

(0mM salicylate) (A) and photoheterotrophic conditions supplemented with 0.5 mM salicylate 

(B) and 1.5 mM salicylate (C). All data points shown are the means of two independently 

performed experiments.  
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Figure S5. The visible absorption spectrum of diluted acetone extracts of late stationary cells 

of strain AA3 after photoautotrophic growth (A) and authentic astaxanthin in acetone (B).   
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Table S1. Retention value and absorption maximum (λmax, nm) of the two major 

carotenoids identified in strain AA3 acetone extracts using two different solvent systems. 

Rf values were obtained using authentic reference material (astaxanthin and β-carotene) 

and literature values. Solvent a; acetone/n-hexane (30:70%, v/v), solvent b; 

acetone/petroleum ether (25:75%, v/v).  

Carotenoid Retention value 
(Rf) solvent a 

Literature (Rf) 
value ⁎ solvent a  

Retention value 
(Rf) solvent b 

Literature 
(Rf) value ⁎⁎ 
solvent b 

Authentic               
β-carotene 

0.98 0.99 0.95 0.95 

β-carotene 0.96 0.98 0.95 0.95 

Authentic 
astaxanthin 

0.48 0.50 0.39 0.39 

Astaxanthin 0.48 0.50 0.39 0.39 

  
⁎ Khanafari et al. (2007). Journal of Environmental Health Science and Engineering, 4(2), 93-

98. 
⁎⁎ Jaime et al. (2010). Food Science and Technology, 43(1), 105-112. 

 


