Supplementary Table S1: Details of sequences used in construction of phylogenetic tree

GenBank Accession Id

Strain

Geographical location

Source

Sequences from around the world

AF440215.1 CDC F918 Massachusetts, USA Cooling tower
AF440211.1 ATCC 43283 The Netherlands Clinical isolate
AF095232.1 ATCC 33155 Pennsylvania USA Creek Water
AF095231.1 ATCC 33152 Philadelphia USA Clinical Isolate
AY194419.1 ATCC 35289 The Netherlands Tap water
CR628336 Paris France Clinical isolate
FN658684.1 IMC23 Portugal Environment

Sequences from this study obtained from Respiratory Therapy Equipment

MT953181 Uncultured RJHS1 Mangaluru, India Ventilator inlet
MT953182 Uncultured RJHS2 Mangaluru, India Ventilator inlet
MT953183 Uncultured RJHS3 Mangaluru, India Spirometer
MT953184 Uncultured RJIHS4 Mangaluru, India Bronchoscope
MT953185 Uncultured RJHS6 Mangaluru, India Nebuliser
MT953186 Uncultured RIHS7 Mangaluru, India Nebuliser
MT953187 Uncultured RJHS8 Mangaluru, India Spirometer
MT953188 Uncultured RJHS9 Mangaluru, India Ventilator
MT953189 Uncultured RJHS10 Mangaluru, India Nebuliser
MT953190 Uncultured RJHS11 Mangaluru, India Bronchoscope
MT953191 Uncultured RJHS12 Mangaluru, India Nebuliser
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JRP
Lomeumaph] L GGG A G A T TR T OE G GAGEG T TGATAGG T TAAGAOCTGATT LT GGACET TACCCACAGAGIMOCCCEC TRICTCCETECCA
Lpneuno-Pont.iac CCAGCARTGCCGCGTGTGTGARGARGGCC TGAGGGT T6TRRAGCACT I TCAGTGE6GAGEAGEE T TGATAGET TARGAGL TGAT TAACTGEACGT TACCCACAGARGARGCACCGGC TAACTCCGTECCA
Llongbeachae CCAGCARTGCCGCGTGTGTGANGANGGCCTGAGEGT TGTARRGCACT TTCAGTGGGGAGGAGGET TGATAGGT TARGAGCTAATTGA! GO 1RCECALAGARGMGENC oG TAACTECGIBCCH
nicdadei CCAGCARTGCCHCGTGTGTGARGARGGCCTGAGEGT T6TAARGCACT TTCAGTG666AGGAGGGTGATRAGET TRAGAGC TART TATCTGGACKT TACCCACAGARGARGCACCHGC TAACTCCETGECA
Coxiella CCAGCARTGCCGCGTGTGTGARGAAGGCCTTCGGGTTGTARAGCACTTTCHGTGG6ARGRARTTCTCAAGGGTARTATCCT TGGGCGTTGACGTTACCCACAGARGRAGCACTGGCTRACTCTGTGLCA
Consensus

521 530 540 550 560 570 560 590 600 610 620 630 640 650

LomeumophiLe GG A A T G T OO ARG G AGE TGS T TGAT TARGTTATC TG GARATTCCTOGGC T TRACC TOSGACEOTCAGATAITRCTEST TG
Lomsmo~Ponk Lac AR CaG TR DOREG O NG TR GO A TO00C TAAOLGT 6L G AGRT oG TT AT AT TRTC T TOMMT T TUSGCT TRRCLTGGACOLTCAEATRATACTESTTEN
Llongbeachae  GCAGCCGCGGTARTACGGAGGETGCAAGCGT TAATI TN TCELCHTAMCLCTECHTRGGT T TCATTARGTTATCTCTonATCCCTGCaLT TAACC TOGOCAGOTCROATGATRCTEETTGA
Lnicdadel GCAGCCGCOGTARTACGGAGGGTGCGAGCHTTARTCGGART TACTGGGCGTARAGGETGCGTAGETGET T T TATRAGT TATCTGTGARAT TCCTEGGCTCARCE TAGGGTG6TCAGATAAGACTG!
Toviolia CRCCEOESTAAT ACAGANGTOLAACET1AATCLOATCRE CCCCTNGCOLCEGTGETCGA 1T 1T MAGTCGGAT o1 CAAAGLLC GG T TARCLY GGBANT1GLACCLOACTGRE AT
Consensus

651 660 670 680 690 700 710 720 730 740 750 760 770 780

P
Lpneunophila CTC-GAGTATHGGAGAGGGTAGTGGANTTTCCGGTETAGCGETGARRTGCGTAGAGATCGGARGGARCACCAGTGECGANGHCGECTACCTEECC TARTACTGACACTGAGGCACGARAGCHTEGEEAGE
Lpneuno-Pont Lac ~ CTC-6AGTRTGGGAGAGGGTAGTG6AATTTCCGETETAGCGETGARATGCET AGAGATCEGARGEARCACCAGTGECARGECGGCTACCTEECCTARTACTGACACTGAGGCACGARAGCETGGEEAGC

Touiotia C1T-CRGTRTOTAGRCEOMGTCENAT T TCCCETCTRGCUGTCAMNTCHGNTATCOGAMAGARERC LA CCECARGECENCTTECT CORCLAATRCTCRCIC TCAGOECENMGCOTOBCECE
Consensus

7 79 800 810 820 830 840 850 860 870 880 890 900 910

CGATGTCARCTAGCTGTTGG
Lomeumap L A T A T A T A TR TC a1 T A AT A TGSCECAGCAICCCCAT G TEACCECL TEGSGAGTACOSTCLAMCATTAM
Lpmmar ok Lo T T R o A T T TSNS CHAT AR TRRC O TROREAETICERTCECHMMATTAR
BACAGH T TAGAT ACELTEGTRGTCCACCCLGTAMACEAT mu\n:nr.umvmvuvnmmulu"vmkumuulwvvmu:vmvm'mnw
Lnicdadei ARACAGGAT TAGRTACCCTGGTAGTCCACGCTGTAARCGATGTCARC TAGT 16T TG6CCT TATGARTGAGET TAGTGACGARGCARACGCGATARGT THACCHCL TGGGGAGTACHETCHCARGAT TARRA
Covietia AARCHBGATTAGAGACELTEGTRGTCCACLECoTCARCEAT GRGARCTRGLTCTTGCGARGTCRCL T 1 TRGTRGCCARGE TARCCE TR TTCCGECTCObGTRCCGLCCCARGGTIAAR

e Lt

920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040
JFP

JRP
Lpneunophila ACTCARAGGART TGACGGGGGCCCGCACARGCGGTGGAGCATGIGGT T TAATTCGATGCAACGCGARGAACE T TACCTACCCTTGACATACAGTGART TTTGCAGAGATGCATTAGTGCCTTCGGGAACA
Loneuno-Pont.iac ACTCARAGGAAT TGACGEGGGCCCGCACARGCEGTGGAGCATGTGHT TTART TCGATGCARCGCGARGARCCT TRCCTACCCT TGACATACAGTGAAT TTTGCAGAGATGCAT TAGTGCCT TCGGGRACA el
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Figure S1 a: Alignment of JFP-JRP primer pair with 16S rRNA various Legionella species and the
closest genera Coxiella. Note that the forward primer has more than 50% mismatch and hence the
pair will not show amplification with Coxiella but will amplify with any species of
Legionella.Amplicon size : 386bp
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JFP
Escherichia ACCTGGGAACTGCATCTGATACTGGCAAGCT TGAGTCTCGTAGAGGGGEGTAGAAT TCCAGGTGTAGCEGTGARATGCGTAGAGATC TGGAGEARTACCEET66CEARGECECCCCCTGGACGRAGACT
Vibrio ACCTCGGARTAGCATTTGARACTGGCAGACTAGAGTAC TGTAGAGGGGEGTAGART T TCAGGTGTAGCGGTGAARTGCGTAGAGATC TGARGGARTACCHGTGECARGELGECCCCETGGACAGATACT
Bartonelle AL GO T TAC oA TGl T CAG TE oA GG GG T CEG TG TAGNG T A TCGTAGATRT CEGRGSACACCASTECCSANGECESL TCACTEETCCATTRCT
lococcus  ACCGTGGAGGETCATTGGARAC TGGGARACTTGAGT GCAGARGAGGARAG! GARGGCGAC! GGTCT
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TGGART TCCATGTGTAGCGGTGAAATGCY ATGGAGGARCACCAGTG6C GTRACT
Bacillus ACCETGGAGGETCATTGGRAACTGGGAGACT TGAGTGL u.mmvalmssmmm AGTG6C nmc'nsmtl
JRP
Consensus ...
7 790 800 810 820 830 840 850 860 870 880 890 900 910

JFP
Emkd\{a TR A GG AT T G L T OG TRG AL BCCG TAMACEA T oA T UG0S TG TG CTTBAGECE-TEGCTTLBSAGCT mw:ﬁ"m;%t
Vibr GGL

Bartonella ACCCTGETAGTCCACKCC! GICGG6TH6T T TACTAC-TI 6CGTTARACAT TCC
Staphylococcus  GACGCTGATGTGCGARAGCGTGGGGATCARRCAGGAT TAGATACCCTGETAGTCCACGCCGTARACGATGAGTGLTRAGTGT T TCCGCCCCTTAGTGCTGCAGCTAACGCAT TRAGCACT
TG6GEAGCARACAGGATTAGATACCCTGGTAGTCCACGCCGTARRCGATGAGTGCTRAGTGT TAGAGGETTTCCGCCCTTTRGTGCTGAAGT TRACGCATTRAGCACTCC
JRP CGATGTCARCTAGCTGTTGG
Consensus cgatg.
M 920 930 940 950 960 970 980 990 1000 1010 1020 1030 1040

JFP
Escherichia GCCTGGGGAGTACGGCCGCAAGETTARAACTCARATGARTTGACGGEGGECCCECACARGCGETGGAGCATGTGGT TTARTTCGATGCARCGCGARGARCC TTACCTGRTCTTGACATCCACAGARCTTTC
Vibrio GCCTGGGGAGTACGGTCGCARGATTARARCTCARATGART TGACGEGG6CCCECACARGCGETGEAGCATGTGGTTTART TCGATGCARCGCGARGARCC TTACCTACTCTTGACATCCAGAGARCTTTC
Bartonella GCCTGGGGAGTACGETCGCAAGATTARAACTCARAGGART TGACGGEGECCCHCACAAGCGGTGGAGCATGTGGT TTAR 1 (GACATCCCGA
Staphylococcus nl:umm!mtumvvmltm"mtmvmumlsﬁ"mvvcmm"rﬂ:wlﬂlmmtulveml:
Bacillus 6666AGTACGGCCGCARGGLTGAARC TCARAGGART T6ACGEG66CCCHLACARGCGGTEAGCATGTGET TTARTTCGARGCAACGCGARGARCC T TRCCAGGTCTTGACATCCTCTGACARCCC
JRP

1041 1050 1060 1070 1080 1090 1100 1110 1120 1130 1140 1150 1160 170

JFP AGGGTTGATAGGTTAAGAGT
Escherichia -mmwm"mlmnoﬁsm»—-clslmwuemmﬁclslmlmu.‘IcsmnslmvEnmnmlmmmlmlunmnmms—m
Vibrio --CAGAGATGGATTGGTGCCTTCHGGAR-~CTCTGAGACAGETGL Iscnmsut TCAGCTCGT nslmmrvo&snmlw:wmmml T nIcascaml
Bartonella GGTGGAGACACCCTCCTTCAGTTAGGCTGGATCGGTGACAGETGCTECATGECTGTCGTCAGE TCETGTCGTGAGATGT T666T TARGTCCL
Staphylococcus  =~TAGAGATAGAGCCTTCCCCT CmmlWﬁﬂﬁﬁtﬁtﬁmﬁ"E'CEIWICHGICGIWIEI'GSM"lﬁ'tttmﬂttﬂ'mllﬁ"(ttﬁ'ﬂ‘—-l
Bacillus -~TAGAGATAGEGC~TTCTCCTTCGE6AG-CAGAGTGACAGETGETGCATGET TGTCGTCAGCTCRTGTCGTGAGATGT T66GT TAAGTCCCGCARCGAGCGCARCCCTTGATCTTAGTTGCCATCA--T
JRP
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171 1180 1190 1200 1210 1220 1230 1240 1250 1260 1270 1280 1290 1300

JFP
Escherichia CH66AACTCAARGEAGAC TGCCAGTGATARACT 6~GAGGARGG TGGGGATGACGTCAAGTCATCATGECCCTTACGACCABGGL TACACACGTGCTACARTGGCECATACRARGAGARGCGACCT
Vibrio rmslcmvccmﬁm1sccﬁsTmtmts—mﬁvmﬁmmncmlm!cmm:ctnmmmmmmm‘rmmvwﬁmrmmml
Bartonella TRAAGTTGGGCACTCTAGGGGGACTGCCGETGATARGCCGAGRGGARGETGEGGATGACTCARGTCCTCATEGCCC T TACGEGCTGEGCTACACACGTGL TACAATGETGGTGACAGTL
ococcus  TARGTTGGGCACTCTAGGT TGACTGCCOGTGACARACCG-GAGGAAGGTGGGGATGACGTCAAATCATCATGCCCCTTATGATTTG6GCTACACACGTGCTACAATGGACAATACARAGGGCAGE TARAC
Bacillus TAAGTTGGGCACTCTARGETGACTGCCGETGACRAACEG~GAGGARGGTGGGGATGACGTCAARTCATCATGCCCCTTATGACCTEGGETRCACACGTGC TACARTGGACGETACRARGAGC TGCRAGAC
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Figure S1 b: Alignment of JFP-JRP primer pair with 16S rRNA of other genera. Note that both
primers show ~ 50% mismatch and hence will not show amplification, if non-specific amplification
does occurs it may yield a product of ~250bp.



