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Low-toxicity transgenic castor (Ricinus communis) plants were produced through
Agrobacterium-mediated genetic transformation. Ricin, which is highly toxic, affects the
application of castor. In this research, a 351-bp fragment located at ricin A chain gene
(RTA) was selected to establish an RNA interference construct that was introduced into
epicotyl of castor, thus transformants were obtained. Through semi-quantitative analysis
on RTA, it was confirmed that the RTA expression quantity of the transformants was
apparently decreased, demonstrating the interference efficiency of the transformation
vectors and their function of reducing the expression of ricin at the RNA level. An improved
protocol for the transformation and regeneration of less toxic caster has been developed

for the first time.
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Castor is a very important industrial oil
crop whose beans have ahigh oil content of 46%-
60%. Castor oil doesnot solidify at -18°C, and does
not degenerate or combust at a temperature up to
500-600°C. With these advantageous properties,
thousands of chemical derivatives made from
castor oil are widely applied in areas such as
national defense, machinery, chemical industry,
pharmacy, and agriculture, etc.t. Castor oil is
considered an excellent alternative to petroleum
aswell asarenewabl e energy, and the demand for
castor isrising year by year.
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However, due to several reasons, castor
productionislimited. Oneimportant reason isthat
castor contains ricin, which is composed of two
peptide chains, Chain A (Ricinchain A, RTA) and
Chain B (Ricinchain B, RTB)2. RTA encodes a
glycosidase, and with the assistance of Chain B
(RTB), it can pass through cell membrane and
destroy 60s ribosomal subunits, thus inhibiting
protein synthesis and causing cell death®*. Ricin
has a deadly toxicity—it is 6000 times more toxic
than that of an equivalent weight of cyanide and
1g of ricin can kill tens of thousands of people®.
Thus the planting of castor is restricted in some
countries and the development of castor industry
isaffected. To solve thisproblem, developing low-
toxicity or non-toxic castor varieties has become
one of the key research topics of castor breeding.
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With the development of biotechnology,
transgeni ¢ technol ogy has become one of the most
efficient methodsfor plant breeding, and molecular
breeding technology is a good choice for
cultivating castor varieties. Although having an
early start®’, due to the growth feature of castor,
the molecular breeding research of castor
progresses slowly and has not obtained preliminary
achievements until recent years. Sujatha and
Reddy?® first reported a relatively stable
regeneration system in 1998. They used the
hypocotyls and stem tips of germinating seeds as
explants, and under the effect of TDZ and BA,
acquired alot of shoots. On thisbasis, in 2005 and
2008 respectively, Sujathaet al.° and Sailgjaet al.,°
successfully constructed the transformation
systems mediated by Agrobacterium and gene
gun, and obtained transformed castor plants, but
with extremely low transformation rate. Malathi et
al.,"* successfully cultivated an anti-inchworm
castor variety with an Agrobacterium-mediated
transformation system in 2006. Ahn et al.
constructed a regeneration system with
cotyledon'? and Hypocotyl*® asthe explants, which
greatly improved the regeneration efficiency. In
2009, Sujathaet al.** expressed the crylEC genein
castor with the transgenic technology, and
obtained an insect-resistant castor transformation
variety. These studies have positively accelerated
the process of genetic transformation of castor
and promoted the development of castor industry.

RNAi isamechanismtointerferewith the
translation of target genes by degrading their
mRNA sthrough creating dsRNA (double-stranded
RNA)*16, RNAI technology isnow widely applied
in the molecular breeding of cropst™.

In this study, castor transformants with
low RTA expression were obtained through the
design of RNAI sequence which targeted the RTA
encoding gene and wastransferred into castor cells
by Agrobacterium tumefaciens mediated method.
Also, the castor transformation system of explants
selection and co-culture phase were further
optimized.

MATERIALSANDMETHODS

Plant material and explant preparation
The selected castor seeds were Variety
NO. 2 provided by China Shandong Jiaxiang Castor
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Seed Industry Technology Co., Ltd. After being
shelled, the seedswereimmerged into 0.1% KMnO,
solution for 10 min for sterilization before being
cleaned with sterile water for 2-3 times. The
sterilized seed endosperms were then carefully
pushed aside to detach the intact embryos, which
were then inoculated in the germination medium
(MS medium®, pH 5.7, 30g/L sucrose,
supplemented with 0.2 mg/L BA). The embryos
were cultured for five days in darkness at 26 °C.
When the seedlings grew to 7—10 mm and their
embryo tips and hypocotyls could be clearly
identified, the cotyledons were removed and the
epicotyls were cut out as explants and collected
for infection test after being cultured on the
recovery medium (M S supplemented with 0.2 mg/
L BA) for three days.
Construction of recombinant vectors and
preparation of transformed Agrobacterium
tumefaciens

EHA105 (Agrobacterium tumefaciens),
pBI-121 vector and pHANNIBAL vector used in
the experiment were preserved in our laboratory;
the endonuclease and ligase were purchased from
Takara Co., LTD. According to the sequence of
chain A of ricin published by Genabank
(Accession: DQ661048.1), and through adding the
corresponding restriction enzyme cutting site,
primerswere designed asfollows: RTA-F (forward)
and RTA-R (reverse), anti-RTA-F (forward) and
anti-RTA-R (reverse), as detailed in Table 1. All
primerswereinspected in GenBank to avoid other
homol ogous sequences. Using the DNA of castor
tissues as the template, both the sense and anti
sense strands of RTA genefor ricin'sChain A were
amplified, and then after digestion, ligated to
pHANNIBAL to constitute the RNAI parts
(containing the RTA, theintron and the anti-RTA),
thus pHAN-RTA vectors were obtained. RNAI
partswerethen restricted by endonuclease, ligated
to the pBI-121 to construct recombinant vectors
pBI-RTA-RNAI, and transferred into EHA 105 by
the method of heat shock to make engineering
bacteria. The structures of the vectors are shown
inFig. 1.
Theinfection of Agrobacteriumtumefaciensand
cocultivation

Agrobacterium tumefaciens was
inoculated to 50 ml of activation medium (LB
supplemented with Kan 25 mg/L, Rif 50mg/L), and
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Fig. 1. The Gene Map of the vector pBI-RTA-RNAI

was fully activated under the conditions of 180 r/
min, 28°C and darkness. After the activated
bacteria liquid was decentered, bacteria were
collected and re-suspended in 100 ml of infection
solution (sterile water supplemented with AS 20
mg/L, DTT 152.4 mg/L). Then the prepared castor
epicotyl explants were immersed in the infection
solution, and after 30 min of infection under the
conditions of 28°C, 80r/min and darkness, the
explantswere removed and the extraliquid on the
explants was removed with sterilized filter paper.
The explantswere then inoculated into co-culture
medium (MS, pH 5.7, 30 g/L sucrose, supplemented
with BA 0.5 mg/L, IBA 0.5 mg/L, AS 20 mg/L,
Na,S,0,124 mg/L+ DTT 152.4 mg/L, after the
culturemedium solidified, apiece of sterilized filter
paper was placed on top), and were cultured in
darkness at 25 °C. By using the above-mentioned
procedure, the gradient test was performed by
varying the concentration of the infection liquid
and the co-culture duration, asillustrated in Table
2
Regener ation and selection

The co-cultured explants were placed in
asterilized triangle bottle, rinsed with sterilewater
3-5timesbefore being inoculated into the recovery
medium (M S supplemented with BA 0.35 mg/L, Cef
300 mg/L) and cultured for five days with a
photoperiod of 16/8 at 25°C. Then they were
transferred into the shoot induction screening
medium (M Ssupplemented withBA 0.35mg/L, IBA
0.25 mg/L, Kan 250 mg/L, Cef 300 mg/L), which
was replaced once every seven days to induce
and screen for resistant shoots. When shoots grew
tothelength of 2-3 cm (thetermisgenerally four to
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eight weekswith largeindividual variahilities), the
regenerated shootswere carefully excised from the
base with a sterilized scissor, and transferred to
therooting medium (1/2M S medium supplemented
with 0.2 mg/L IBA) to induce rooting. Seven to
fourteen days later, when a large number of
adventitiousroots came out of the resistant shoots,
the regeneration plants were taken out, and the
culture medium clinging on the roots was washed
off with autoclaved water, the plants were
transferred to pots containing wet soil (the portion
of nutrient soil and vermiculitewas 1:2). The pots
were covered with transparent polythene to keep
moisture. The regenerated plants were
strengthened in the greenhouse for 5-7 d, after
that polythene film was removed, and the plants
grew in agreenhouse until mature.
Screeningtransgenic plantsby PCR

DNA was isolated from the leaves of
putative transformants by the CTAB method [20].
Vector pBI-RTA-RNAI was used as the positive
control, while genomic DNA from untransformed
plantswasthe negative control. Using the primers
targeting plasmid’'sPBI-121 NPT (c-PBI-F (forward)
and c-PBI-R (reverse), shown in Table 1), PCR
amplification was performed under the following
thermal cycling: onecycleat 94°C for 5min, then
subjected to 30 cycles of amplilcation (94°Cfor 30
s, 57°Cfor 1 min, 72°Cfor 405), followed by alina
elongation step at 72°C for 10 min. AmpliGed
products were electrophoresed on a 1.5% agarose
gel with EB, and visualized under ultraviolet (UV)
light. Then the transformation efficiency was
calculated.

J PURE APPL MICROBIO, 8(2), APRIL 2014.
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Table 1. Primers used in this study
Name  Sequence of primers (upstream) (downstream) Annedling Product size
temperature (°C) (bp)
RTA F:CCGCTCGAGAACAGAGTTGGTTTGCCTAT 56 369

R:CGGGGTACCAGTTGGAAGCTGAGTGCC
anti-RTA F:-GCTCTAGAAACAGAGTTGGTTTGCCTAT 56 368
R:CCCAAGCTTAGTGGAAGCTGAGTGCC

c-PBI F:GCGGTTTTTCGCTTCTTGGT
R:AGTATTTGGGCAAGGGGTCG

antin F: TGATGATGCTCCCAGGGC
R:GTGAGAAGCACAGGATGC

c-RTA  F:GCCTTTGGTGGTAATTATG

R:GGTGCGCATCTATACACC

57 520
57 249
57 431

Analysisof RTA geneexpression

200 mg of freshleavesweretakenfrom all
seven positive transformed plants as the test
samples, and the WT castors as the control,
smashed by liquid nitrogen and RNA was extracted
using Plant RNA kit from OMEGA. The extracted
RNA was verified by measuring 260 nm absorption
for purity. The integrity of the RNA was also
examined through 1.5% agarose el ectrophoresis. 1
ug of RNA was then reverse-transcribed into
cDNA (using cDNA Syhthesis Kit from Takara)
and diluted using 75 ul of DNase-freewater. Using
thiscDNA asthetemplate, semi-quantitative gene
expression analysis was analyzed.

PrimersA-F and A-R weredesigned using
castor Actin gene (GeneBank:AY 360221.1) asthe
internal control, then RT-gPCR (Real-time
quantitative PCR) amplification was performed
using primers RTA-F and RTA-R. The QT-gPCR
reaction solution was in the volume of 20 Vi,
containing 1v4L of cDNA, 1%L of forward and
reverse primers, 10¥.L of Q-PCR Mix(with SYBR
Green|; from Takara), and 7%.L of sterile ddH,0O.
RT-qPCR was performed in an iQ5 thermocycler
(Bio-Rad), and the reaction was done under the
following cycle: 10 min of pre-denaturation at 94
°C; then 35 cyclesof denaturation at 94 °Cfor 30,
annealing at 56 °C for 1 min, and elongating at
72°Cfor 30s; followed by alinal elongation step at
72 °Cfor 10 min. Productswerethenrunonal.5%
agarose gel containing EB. The expressions in
transgenic plants were then normalized using the
WT gene intensity. Each group was repeated 3
times.

Numerical data are presented as
mean+SEM. The difference between means was
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analyzed using one-way ANOVA. All statistical
analyses were performed by using SPSS 17.0
software (Chicago, IL, USA). P<0.05 was
considered signi(cant.

RESULTS

Regeneration System

Several improvements to the
transformation method were madein thisresearch.
Theexplantswere derived from embryo germination
instead of seed germination, and the epicotylswere
cut and used as infected explants. This
improvement could avoid both variabilitiesin seed
germination progressdueto individual variabilities,
and effectively reduce pollution. In the
transformation process, the shooting induction
phase after the co-culture was the critical phase
for transformation efficiency, and with the
application of this method, the shooting rate
(number of shooting explants / total number of
explants) could reach 50% (Table 2). Single explant
could send forth 3-5 stretchable shoots (herein
only stretchable shoots that were used for rooting
were calculated and included in the statistic; after
shooting induction, some explants could send forth
20 or more shoot points, but these shoot points
could not grow into complete plants, thereforethey
were not included in the statistic).

Castor’s clustering shoots could root
easily, using of the method reported in this
experiment, adventitious shoots could send forth
strong rootsin oneto two weeks, and after seedling
strengthening, their survival rate in transplanting
could reach 100%. The processes of transformation
and regeneration are shown in Fig. 2.
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a. Embryos dissected from mature seeds were placed on MS medium. b. Explants 5 d after culture initiation.
c. Hypocotyl explants after 3 d of culture initiation. d. Hypocotyl explants of the co-culture stage. e.
Adventitious shoots in screening medium. f. Shoot elongation on screening medium. g. Regenerated shoots
developed root system in one to two weeks. h. Complete transgenic plant. |. Plantlets were successfully

acclimatized in the soil.

Fig. 2. Agrobacterium tumefaciens-mediated transformation of castor

Table 2. Influence of different infection stages and co-culture time on the transformation system

No. Agrobacterium Co-culti Total  Shoot No. of No.of  No. of No. of No. of
concentration vation no.of  survival  Shoot shoot for shoot for Regen- PCR
period explants frequency or screening screening screening -erated positive
(days) in Resto- 7 days 14 days morethan plants plants
ration(%) 21 days
Q-1 OD600=0.6 3 285 55.2 132 92 35 5 0
Q-2 0OD600=0.6 5 272 57.5 141 95 42 4 2
Q-3 0OD600=0.6 7 288 38.2 102 73 11 0 0
Q-4 0OD600=0.8 3 295 64.6 174 112 48 4 1
Q-5 0OD600=0.8 5 283 53.8 113 101 55 6 2
Q-6 0OD600=0.8 7 272 35.1 85 42 5 3 0
Q-7 0OD600=1.0 3 253 62.8 114 75 31 5 1
Q-8 0OD600=1.0 5 283 49.8 115 78 21 3 1
Q-9 0OD600=1.0 7 275 28.8 64 25 3 0 0

Optimization of theinfection and co-culturephase

Gradient test was performed to the
concentration of infection bacterialiquid and co-
culture duration in the infection and co-culture
phase — the key phase of theinfection to optimize
the configuration. From theresults shownin Table
2, it can be seen that the concentration of infection

bacterialiquid had a minor influence on shooting
and transformation efficiency, while differencesin
co-culture duration could to some extent affect
shooting and the late transformation efficiency.
The longer the co-culture was (especially when
the duration was more than five days), the lower
the shooting rate was; yet the number of resistant

J PURE APPL MICROBIO, 8(2), APRIL 2014.
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shoots slightly increased. Finally five days was
chosen as the culture duration.

The test confirmed that following co-
culture, the addition of a recovery culture phase
without kan favored the induction of clustering
shoots. 30 regeneration plants were obtained

M 3

1 2

520hp->
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through screening with kan. And through PCR
detection, seven positive plants were finally
acquired. Theresult of PCR testisshowninFig. 3.
The best transformation condition was Q-5
(Table?2).

4 5 & T 8 9

1: PCR detection of PBI121; 2: PCR detection of Wild castor; M: DL2000
DNAMarker; 3-9:Transformation plant of Q-2-1,Q-2-2,Q-4-1,Q-5-1,Q-5-2,Q-7-1,Q-8-1.

Fig. 3. PCR analysis of transgenic plants for the presence of npt gene

Analysisof RTA geneexpression

RTA semi-quantitative analysis was
conducted on the seven positive plants, and the
average value was removed after three repetitive
tests to analyze the interference trend of RNAI.
Results demonstrated that the RTA expression
levels of seven transformed castorswererelatively
lower than those of the untransformed of RTA to

LI

Ralatve expression values of RTA

ka

variousdegrees (Fig. 4), the effects of interference
on Q-2-1land Q-5-1 were the best. The result of
agarose el ectrophoresis al so showed that RTA was
decreased apparently (Fig. 5). All above proved
the effectiveness of the designed interference
vectors, and further proved the success of the
transformation.

-
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Q-2-1, Q-2-2, Q-4-1, Q-5-1, Q-5-2, Q-7-1, Q-8-1 were 7 transgenic plants. Data represent averages of three experiments;
error bars show standard deviations. Asterisk indicates that difference is signiticant at P<0.05 compared with untransformed

control (WT).

Fig. 4. RTA relative expression analysis of 7 transgenic plants

J PURE APPL MICROBIO, 8(2), APRIL 2014.



Ll et a.: AGROBACTERIUM-MEDIATED GENETIC TRANSFORMATION

M 1 2 3

(a)

1393

4 M 5 6 7 8

(@) M: DL2000 DNAMarker; 1: The RTA PCR result of WT; 2-4: The RTA PCR result of Q-2-1,Q-2-2,Q-4-1; 5:
The actin PCR result of WT; 6-8: The actin PCR result of Q-2-1,Q-2-2,Q-4-1.(b) M: DL2000 DNAMarker; 1:
The RTA PCR result of Non-transformed plant; 2-4: The RTA PCR result of Q-5-1,Q-5-2,Q-7-1,Q-8-1.

Fig. 5. RT-PCR analysis of the RTA
DISCUSSION

Transformation system

Experiments showed that overlong co-
culture could cause reduced explant germination
rate aswell asincreased rate of explant browning
and necrosis, while the concentration of infection
bacterialiquid had a minor effect on the shooting
and transformation rate, asin accordance with the
predication. Although the concentration of
infection bacterialiquid varied, the growth of plant
cells was not largely impacted since the duration
of infection was relatively short and the excess
fluid was removed after the infection. The co-
culture step is actually the major phase of
Agrobacterium tumefaciens infecting plant cells
and co-culture condition ismorefavorablefor the
growth of Agrobacterium tumefaciens, therefore
the longer the co-culture duration is, the greater
the theoretical transformation chances will be.
Agrobacteriuminfection is inherently harmful to
plant cells, agreater infectionintensity would lead
to more explant deaths, therefore it has a great
influence on the shooting efficiency of explants,

and might even lead to the necrosis of the entire
explants. Thustheidentification of appropriate co-
culture duration is very important; it can not only
ensure the full reaction between Agrobacterium
and explants but also prevent excessive damage.
In addition to optimization of co-culture
duration, the right amounts of AS, DTT and
Na,S,0, weretilled added intheinfection and co-
culture stage. ASisakind of phenolic compound
that has been proved can effectively activate the
vir region of Agrobacteriumto promotethetransfer
of T-DNA%. DTT and Na,S,0,, both having
reduction functions, were added in the co-culture
stage, and to some extent prevented the plant cells
from dying of excessive oxidation caused by the
infection of Agrobacterium tumefaciens. Adding
filter paper on the co-culture medium could avoid
the over-proliferation caused by direct contact
between the bacteria and the medium as well as
make it easier to remove Agrobacterium after the
co-culture?. Eventually, five dayswas determined
as the optimal culturing time in this experiment;
theduration isin accordance with the experimental
result of Sujatha et al.®, but the best co-culture

J PURE APPL MICROBIO, 8(2), APRIL 2014.
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time was different in our transformation on other
varieties. The reason is still unclear—it might be
due to the differences in castor genotypes,
screening methods or culture media.

Vitrification phenomenon

In the process of regeneration, some of
the explantswere severely vitrified. Vitrified cells
looked translucent or were soaked with loose and
fragiletextures, and their growth was deteriorated
to an almost halt state®. As a widespread
phenomenon in plant tissue culturing process,
vitrification has a lot of causes, and different
dominant factors exist in different plants and
experiments, therefore there are mixed opinionson
the formation mechanism of vitrification
phenomenon. Studies have shown that vitrification
ismainly related to culturing temperature, lighting
time, ventilation and relative humidity in the
culturing environment?*, and according to Zvi et
al.®, the state of moisture in media is aso an
important cause for vitrification. Other studies®®?
have indicated that vitrification of cell tissuesis
due to the disorders of internal physiology, and
that factorslike cytokinin concentration and culture
temperature have close links with the generation
of vitrification.

Vitrification in this system may be caused
by the water vapor condensation due to
temperature difference, and lowering therate of it
through optimization can further improve the
regeneration rate and transformation rate, whichis
also one of the key aspectsin our future research.
Regener ation and transfer of plantsto soil

Fortunately, the phenomenon of hard
rooting for adventitious shoots, which iscommon
inwheat and soybeans, did not appear in the castor
tissue culturing. After the formation of resistant
shoots, thick and strong roots came out extremely
easily. The transformation of castor has been
previously facing alot of problems especially in
the process of transferring the regenerated plants
in soils. It was found that the survival of the
transferred plants could be significantly impacted
by theratio of soil, humidity and the adaptation of
regenerated plantsto the external environment. The
application of the seedling strengthening
transplant method introduced in this article can
effectively improvethe survival of transplants, and
provide a guarantee for the follow-up test.
Efficiency of RNAI interference

J PURE APPL MICROBIO, 8(2), APRIL 2014.
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Many studies reported the interrelation
between the interference efficiency of RNAI and
factors including the size of introns in the
interference structure and the structures of the
interference fragments®. In thisresearch, the same
RNAI plasmid was transformed, but diversified
interference effectswere acquired. These problems
have also been encountered in other studies, yet
the causeis not clear-it could be the differencein
expression level, difference in insertion sites, or
differencesinsRNA level*%, Theoveral working
mechanism of RNAI is still a mystery, and gene
expression itself is a very complex process
regulated by many mechanisms. Scientists need
to make more efforts to gain a more effective
application of thistool.

Cultivation of low-toxicity castor variety

In this research, seven castors with
reduced RTA expression were obtained through
transformation, and the amount of ricin synthesis
was decreased at the molecular level. According
to literature review this is the first report of the
regeneration of low-toxicity castor variety by
genetic transformation, providing anew possibility
to cultivatelow-toxicity castor variety commercialy
and to promote the castor oil industry.

ACKNOWLEDGEMENTS

The authorsthank Zheng Hu for the help
about vector construction, and Jingfang Wei and
Grace Chenfor their excellent technical help.

REFERENCES

1. Moshkin, V. A. Economic importance and
regions of cultivation of castor. In: Moshkin, V.
A., ed. Castor. Moscow: Kolos; 1986: pp:1-5

2. Hartley MR, Lord JM . Cytotoxic ribosome-
inactivating lectins from plants. BBA, 2004:
1701:1-14

3. Endo, Tsurugi K. RNA N-glycosidase of ricin
A chain.Mechanism of action of thetoxic lectin
ricin on eukaryotic ribosomes. J Biology
Chemistry, 1987; 262: 8128-8130

4, Frigerio L, Jolliffe NA, Felipe DH, Paris N,
Neuhaus JM. The internal propeptide of the
ricin precursor carries a sequence-specific
determinant for vacuolar sorting. Plant
Physiology, 2001; 126(1): 167-175

5. Magnusson S, Kjeken R. Characterization of
two distinct pathways of endocytosis of ricin



10.

11.

12.

13.

14.

15.

16.

17.

Ll et a.: AGROBACTERIUM-MEDIATED GENETIC TRANSFORMATION

by rat liver endothelial cells. Exp Cell Res, 1993;
205: 118-125.

Athma P, Reddy TP. Efficiency of callus
initiation and direct regeneration from different
explants of castor (Ricinus communisL.). Curr
i, 1983; 52: 256-257.

Reddy KRK, Rao GP, Bahadur B. In vitro
morphogenesisfrom seedling explantsand callus
cultures of castor (Ricinus communis L.).
Phytomor phology, 1987; 37: 337-340.

Sujatha M, Reddy TP. Differential cytokinin
effects on the stimulation of in vitro shoot
proliferation from meristematic explants of
castor (Ricinus communis L.). Plant Cell Rep,
1998; 7: 561-610.

Sujatha M, Sailaja M. Stable genetic
transformation of castor (RicinuscommunisL.)
via Agrobacterium tumefaciens-mediated gene
transfer using embryo axes from mature seeds.
Plant Cell Rep, 2005; 23: 803-10.

SailgjaM, Tarakeswari, SujathaM. Stablegenetic
transformation of castor (RicinuscommunisL.)
via particle gun-mediated gene transfer using
embryo axesfrom mature seeds. Plant Cell Rep,
2008; 27: 1509-1519.

Malathi B, Ramesh S, Venkateswara k, Rao V,
Dashavantha Reddy. Agrobacterium-mediated
genetic transformation and production of
semilooper resistant transgenic castor (Ricinus
communisL.). Euphytica, 2006; 147:441-449
Yeh-JinAhn, Grace Chen. In Vitro Regeneration
of Castor (Ricinus Communis L.) Using
Cotyledon Explants. Hort Science, 2008; 43(1):
215-219.

Yeh-JinAhn, LouisaVang, ThomasA, McKeon,
Grace Q Chen. High-frequency plant
regeneration through adventitious shoot
formation in castor (Ricinus communisL.). In
Vitro Cell Dev Biol Plant, 2007; 43: 9-15.
SujathaM, LakshminarayanaM, Tarakeswari P
K, Singh, Rakesh Tuli. Expression of thecrylEC
gene in castor (Ricinus communis L.) confers
Uleld resistanceto tobacco caterpillar (Spodoptera
litura Fabr) and castor semilooper (Achoea
janatalL.). Plant Cell Rep, 2009; 28:935-946.
Fire A, Xu S, Montgomery M K, Kostas A,
Samuel E, Mello C. Potent and specific genetic
interference by double-stranded RNA in
Caenorhabditis elegans. Nature, 1998;
391(6669): 806-811.

David Baulcombe. RNA silenci ng in plants.
Nature, 2004; 431:356-363.

Guiliang Tang, Gad Galili, Xun Zhuang. RNAI
and microRNA: breakthrough technologies for
the improvement of plant nutritional value and
metabolic engineering. Metabolomics, 2007; 3:

18.

19.

20.

21.

22.

23.

24.

25.

26.

27.

28.

29.

30.

1395

357-369.

Subodh K S. RNAI induced gene silencing in
crop improvement. Physiol Mol Biol Plants, 2010;
16(4): 321-332.

Murashige T, Skoog F. A revised medium for
rapid growth and bioassays with tobacco tissue
cultures. Physiol Plant, 1962; 15:473-497.
Doyle JJ, Doyle JL. A rapid DNA isolation
procedurefor small quantitiesof fresh leaf tissue.
Phytochem Bull 1978; 19:11-15.

Bolton GW,Nester EW, Gordon M P. Plant
phenolic compounds induce expression of the
Agrobacterium tumefaciens loci needed for
virulence. Science,1986; 232: 983 - 985 .

Liu HK, Yang C, Wei ZM. Eflcient
Agrobacterium tumefaciens-mediated
transformation of soybeansusing an embryonic
tip regeneration system. Planta. 2004; 219:
1042-1049.

Debergh P, Harbaoui Y, Lemeur R. Mass
propagation of globe artichoke (Cynara
scofymusL.): Evalution of different hypotheses
to overcome vitrification with special reference
towater potential.Physiologia Plantarum,1981;
53(2): 181-187.

Leshem B. Cytokinin as an inducer of
vitrification in melon. Ann Bot, 2988; 61: 255-
260.

Ziv M, Mcir G, Harlevy A. Factorsinfluencing
the production of hardened glancons Carnation
plantlets in vitro.Plant Cell Tissue and organ
culture, 1982; 2(1): 55-65.

Pagues M. Vitrification and micropropagation
cause remedies and prospects. Act Hort,1991;
298: 283-290.

Enrique Olmos, Eladio Hell1n. Ultrastructural
differences of hyperhydric and normal leaves
from regenerated carnation plants. Scientia
Horticulturae, 1991; 75: 91-110.

AthanasiosD, MariaT, MinaT, Michael, Kriton
K. Hairpin transcription does not necessarily
lead to efficient triggering of the RNAI
pathway. Transgenic Res, 2011; 20: 293-304
Sayaka Hirai, Shin-ichiro Oka, Eri Adachi,
Hiroaki Kodama.. The effects of spacer
sequenceson silencing efficiency of plant RNAI
vectors. Plant Cell Rep.2007; 26: 651-659.
Rosin FM, Watanabe N, Cacas JL, Kato N,
Arroyo JM, Fang Y, May B, Vaughn M,
Simorowski J, Ramu U, McCombie RW, Spector
DL, Martienssen RA, Lam E. Genome-wide
transposon tagging reveal s location-dependent
effects on transcription and chromatin organi-
zation in Arabidopsis. Plant J,2008; 55: 514—
525.

J PURE APPL MICROBIO, 8(2), APRIL 2014.



